Instructions for downloading Chromatogram (trace) data from folders on Finch
September 2012
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Thes page mliows Bctsons to be perormed on Folders; however, System Folders [DEFALLT and INSCARD) may not be changed

® Folders may be set to Active of Inactive [accepting or nol sccepting dats. respectivety).
® Folders may also be delebod fom the “All" Lab.

Actions ar testrictod depending on your prileges. the Falder. and Folder associations. Folders that contain flos, are part of an assembly set. ar associated with orders. of are associated wath samplos may not be
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Ver TrimLen 8(Q-20) IVee  Shorilns  SerPos  Passed

1 309 2835 N N N 37

1 2 91 N N N Y

1 310 M7 N N N Y

1 366 344 N N N Y

| 268 234 N N N X

1 358 335 N N N Y

1 267 254 N N N Y

1 280 267 N N N Y

1 265 252 N N N 7

| 280 %0 N N N X

1 308 2 N N N 37

1 75 233 N N N Y
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Click this pictogram called
“Download data from folder”
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Chromat Data Download

Download Sequences
Options Description
Mult-sequencs fasta fle ~ Format for downloaded fasta file
vector masked (N's} o Optionally mask vector regions with the specified character ( N for blast, X for phrap )
quality timmed Export sequences trimmed using quality valves
—— 50 Export sequences longer than the selected value
— indude 4 Include or exclude screen positive sequences
Folders
5 Das | ExponSequences | asa UNIX . FASTA formatted file
Sequencing
Reauests Download Quality Scores
MHew Request Options Description
Mulb-sequence fast= file + Format for downloaded fasta file =
quality rimmed Export sequences trimmed using quality values 1
. 50 Export sequences longer than the selected value
Stz include o Include or exclude screen positive sequences “ ”
Hew Set
SR Cemes . mumsamen._ChaNge to “all chromatograms
Runz
Download Chromatogram Tar File
uncompressed fles o xport chromatograms within the tar file as uncompressed or compressed
all chromatograms - onally, include chromatograms without base calls

Export Chromatograms

Download Phd Tar File

click this button to begin download

Download Sequencher Tar File

Enforce unique names

Opening 090210133815.4a0 [

You have choten o epen

(0 09021015381 tar

wmﬁu\\ Folder will save as “tar’ file, which must

‘What should Firefox do with this file?

R be unzipped to access ab1 sequence trace files

@ favefile

Do this gutomatically for files e this from now on,
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